The genus Nilaparvata Distant comprises 14 determined and 2 undetermined species which have been recorded from tropical and temperate zones throughout the world (Okada 1977, Mochida and Okada 1979). About one-half of these are known in Asia and the Pacific region and the remaining in Africa and Central Amer ica. Two of these species-N. lugens (Stal) and N. bakeri (Muir), are particularly widely distributed and also occur in the Philippines. The former, commonly known as the brown planthopper, is a pest of rice whereas the latter is mainly a grass feeder. The two species can easily be distinguished from each other on the basis of genitalia.
Results

Chromosome count
The male genomic complement of N. bakeri was found to be 2n=29, specifically consisting of 14 homomorphic bivalent autosomes and a univalent X-chromosome. Preliminary investigations of the female gonads revealed a diploid complement of 2n=30, consisting of 14 homologous autosomes and a bivalent (XX) sex chromo some.
Meiotic study 
Discussion
Of the 14 species of Delphacidae studied previously (Bhattacharya and Manna 1973 , Halkka 1959 , 1962 , Halkka and Heinonen 1964 , chromosome number ranged from 24 to 37 with a peak at 29. N. bakeri is an additional record to the listing of those with 29 chromosomes in males but 30 chromosomes in females. The dif ferential diploid genome in the two sexes of both morphs is attributable to their sex determining mechanism, XX-X0. The male planthopper, therefore, is hetero gametic or capable of yielding two kinds of spermatozoa, 141+X and 141+0, whereas the female is homogametic and can produce only one type of ovum, 141+X.
Insects with holokinetic chromosomes vary in terms of chromosome behavior during meiosis. For instance, in aphids and coccids (Ris 1942 , Hughes-Schrader 1955 , the bivalent chromosomes were equatorially oriented with regard to the spindle at metaphase I and separate equationally at anaphase I. This type of orientation has been termed "equatorial orientation" by White (1973) . On the other hand, in N. bakeri, the bivalent holocentric homologs are oriented axially with re gard to the spindle at metaphase I. After such axial orientation, the bivalents separate reductionally at anaphase I. The same chromosome orientation and be havior were observed in its closely related species, N. lugens. However, genetic divergence was clearly shown by their differential sex determining mechanisms. N. lugens has the XX-XY system while N. bakeri has the XX-XO system.
Compared with the localized centromere or even polycentric chromosomes, holokinetic bivalents are more subjected to decreases or increases in chromosome number. Simple chromosome breakages or agmatoploidy can provide a basis for increase in chromosome number. The diffused kinetochores make it possible for chromosome fragments which have resulted from splitting of the chromosomes to divide and function as autonomous wholes since they have centromeres directing them to the poles. Conversely, fusion of major portion of chromosomes by means of reciprocal translocation at subterminal points of breakage reduces the chromo some number. Manna (1956) in Heteroptera and Whitten and Taylor (1969) in an Australian leafhopper, Alodeltocephalus draba, envisaged similar mechanisms. Ac cording to them, such changes could be easier since insects of this order have dif fused centromeric activity.
Summary
The cytology of a grass-infesting planthopper, N. bakeri, was studied. The genomic complement was normally 2n=29 in males and 2n=30 chromosomes in females. These specifically consisted of 28 autosomes (1411) and a univalent X chromosome in males and XX bivalents in females.
As attested by the orientation, broad spindle attachment, and parallel disjunc tion during anaphase I, N. bakeri chromosomes are holocentric or the kinetochores are located along the entire length of the chromosomes.
Some karyological variations included meiocytes with less as well as more chromosomes than the normal genomic constitution.
Due to these atypical karyo types, it can be suggested that N. bakeri is chromosomally polymorphic with ample genetic versatility.
